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Whole genome sequencing in the Middle Eastern Qatari population identifies genetic 
associations with 45 clinically relevant traits 

Actionable genomic variants in 6045 participants from the Qatar Genome Program 

Thousands of Qatari genomes inform human migration history and improve imputation of 
Arab haplotypes 

Qatar Genome: Insights on Genomics from the Middle East 

Genetic predisposition to cancer across people  of  different ancestries in  Qatar: a 
population-based, cohort study 

A population study of clinically actionable genetic variation affecting drug response from 
the Middle East 

Functional Characterization of the MYO6 variant p.E60Q in non-syndromic hearing loss 
patients 

Analysis of Incidental Findings in Qatar Genome Participants Reveals Novel Functional 
Variants in LMNA and DSP 

Ratios of acetaminophen metabolites identify new loci of pharmacogenetic relevance in a 
genome-wide association study 

Differences and commonalities in the genetic architecture of protein quantitative trait loci 
in European and Arab populations 

Identification of PCSK9-like human gene knockouts using metabolomics, proteomics, and 
whole-genome sequencing in a consanguineous population 

Assessing the genetic burden of familial hypercholesterolemia in a large Middle Eastern 
Biobank 

Multi-ancestry genome-wide association analyses improve resolution of genes and 
pathways influencing lung function and chronic obstructive pulmonary disease risk 

Clinically actionable pharmacogenomic landscape of antidepressants and antipsychotics 
in Qatar: A population-based cohort study 

Burden of Mendelian disorders in a large Middle Eastern biobank 

Analysis of 14,392 whole genomes reveals 3.5% of Qataris carry medically actionable 
variants 

Mapping the genetic landscape of treatable inherited metabolic disorders in a large Middle 
Eastern biobank 
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